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1.1 Z%e:

BiocManager: :install(c("clusterProfiler","org. Hs.eg.db", "pathview" "
ot", "DOSE",““tidyverse”))

1.2 B2 library()

enrichpl

2.1 ID¥:#t (Symbol — Entrez) : bitr ()

22 WECERID: unique(na.omit(id map$ENTREZID))
23 KB HRE,  cat("FHHRMIIE",

round(length(degs entrez)/length(gene)*100, 1), "%")

3.1 BRI KEGG & 473 #1:  enrichKEGG ()
3.2 8 MY head ()

4.1 EHFTE (Top20i@ik) : barplot ()

4.2 BKE (ZZERER) : dotplot ()

43 EMM G (EREMCEL) +  pairwise termsim(kegg res)s
emapplot ()

SR  write.csv ()
52 fRAFRAT%: saveRDS ()
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“ unmapped <- setdiff(degs symbol, id map$SYMBOL) ” ; @ f# H
AnnotationDbi T3l & ] IEffi 1 2E A 44 . @22 HARIDZE A (ENSEMBL,
REFSEQ) »
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O Kiz TenrichKEGG() 7 F#H#E, # $&/~Error in download KEGG..
0 Skegg®i s i BT, @1 BRETEEF A : options(timeout
= 600); @ff AL : “Sys.setenv(http proxy="http://proxy ip:port")"; @Ff
H A # KEGG.db, “if (requireNamespace("KEGG.db", quietly = TRUE))
BiocManager::install("KEGG.db")

library(KEGG.db) 7 ; & 8¢ F 3 T # % & “ kegg data <-
clusterProfiler:::prepare. KEGG("hsa", "KEGG", keyType="kegg")”



